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ThedtannerydindustrydisdandimportantdsectordindthedEuropeandUniondmarket.

And efficientdwastewaterdmanagementd isd cruciald tod thed optimizationd ofd re-

sourcesd andd sustainabilityd ofd thed process.d Constructeddwetlandsd (CWs)d can

bed potentiallyd usedd tod complementd thed biologicald performanced ofd thed sys-

temsdordcandbedandalternativedtodthedconventionaldbiologicaldtreatment.dCWs

aredengineereddsystemsdthatdmimicdnaturaldwetlanddtreatmentdprocessesdin

ad controlledd environment.d Theyd ared and effectivedmethodd ford treatmentd of

urbandord industrialdwastewaters.d Thedmaind roled ind thed transformationd and

mineralizationdofdnutrientsdanddorganicdpollutantsdisdplayeddbydmicroorgan-

isms2.dCWsdhavedbeenduseddfordthedtreatmentdofdtannerydwastewater1.dThe

aimdofdthisdstudydwasdtodanalyzedthedbacterialddiversitydofdhorizontaldsubsur-

faced flowdCWsd planteddwithdTyphad latifolia.d Threed differentd typesd ofd sub-

stratesdwered usedd ford treatmentd ofd tannerydwastewaterd underd long-term

operation.dAd timedseriesdofd16S PCR-DGGEdbanddprofilesdwasdobtainedd for

thedthreedsubstratesdasdwelldasdfordandunvegetateddcontrol.dMDSdanalysisdof

DGGEdprofilesd showedd thatd thed bacteriald communityd compositiond isdmainly

influenceddbydthedtypedofdsubstrate.dThedDGGEdprofilesdofdunvegetateddcon-

trold clusterd together,d indicatingd thed establishmentd ofd ad particulard bacterial

community.d Thesed resultsd ared and importantd contributed ford understanding

howdmicrobiotadmodulatesdthedefficiencydofdCWs.
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Escherichiadcoli infectionsdlikedcolibacillosisdanddcolisepticemiadaredresponsible

fordsignificantdeconomicdlossesdindpoultrydindustry.dThedincreasedresistancedof

E.dcoli strainsdtodantibioticsdhasdencourageddthedsearchdofdnewdsolutionsdto

controldE.dcoli infectionsdensuringdgooddmeatdqualitydwithdminimaldenviron-

mentald impacts.d Bacteriophagesd (phages)d haved beend pointedd outd asd good

candidatesd tod treatdbacteriald infectionsdandd thereforedandalternatived todan-

tibiotics.dPreliminarydstudiesdintendingdtheddevelopmentdofdandefficient,dsafe

andd competitived phagedproductd tod treatd colisepticemiad ind commerciald birds

aredpresented.dThedaimdofdthisdworkdwasdtodcharacterizedmorphologicallydand

genetically,d 3d previouslyd isolatedd andd selectedd phagesdwithd ad broadd lytic

spectrum.dThesedphages,d indadcocktail,dared lyticdagainstd70.5 %dofd thedmost

prevalentdE.dcoli serotypesd (O1,dO2danddO78)dobtainedd fromd infecteddbirds.

Thed morphologicald analysisd throughd TEMd observationsd showedd thatd all

phagesd belongd tod Caudovirales order.d Twod ofd themd seemd tod bed T4-like

phages,d belongingd tod Myoviridae family.d Thed thirdd phaged belongsd to

Syphoviridae taxonomicdfamilyd(T1-type).dPhagedDNAdwasdextracteddanddpu-

rifieddandd twodmoleculardapproachesdweredapplied.dThedRFLPdwasdusedd to

obtaindanddcomparedDNAdpatterns.dThedresultsdshowedddifferencesdbetween

alld phages.d AdRAPDd strategyd overcamed thed absenced ofd specificd sequencing

primers.d Thed sequencesd obtainedd allowd primerd designd ford sequencingd and

PCRdprobesdfordmonitoring.
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